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Abstract. Interleukin-6 (IL6) is a pleiotropic inflammatory
cytokine, which is implicated in the development and progres-
sion of several types of cancer. The -174G/C polymorphism
of the IL6 gene controls serum levels of IL6 and may be
associated with cancer risk, but the results from the published
studies on the association between this polymorphism and
cancer risk are conflicting. A comprehensive meta-analysis was
conducted to assess the association of /L6 -174G/C with cancer
risk. Studies were identified by searches of MEDLINE and
HuGE Published Literature databases, with no restrictions. An
eligible 83 articles involving 44,735 cancer patients and 60,747
controls were included. Combined odds ratios (ORs) and 95%
confidence intervals (CIs) were used to assess the strength of
the association between the /L6 -174 G/C polymorphism and
cancer risk. Potential sources of heterogeneity were explored
by meta-regression and sensitivity analysis. Overall, the /L6
-174G/C polymorphism was not significantly associated with
cancer risk. However, cancer risk was increased for individuals
with the CC genotype compared to those carrying the GG
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genotype in African populations (OR=1.83, 95% CI 1.26-2.67,
P=0.002), but not in Caucasian populations (OR=1.00, 95% CI
0.92-1.08,P=0.938). The present meta-analysis provides the first
evidence of the ethnic-specific association of the /L6 -174G/C
polymorphism with cancer risk. Further investigations with a
large number of cases and controls are required to confirm the
associations between this polymorphism and cancer in Africans.

Introduction

Clinical and epidemiological studies suggest that chronic
inflammation predisposes individuals to different types of
cancer, and inflammatory molecules promote the prolif-
eration of malignant cells (1,2). The connection between
inflammation and cancer is mediated by several mechanisms,
including genetic and epigenetic alterations, that generate an
inflammatory microenvironment that further reinforces the
development of cancer (3). Moreover, functional polymor-
phisms of inflammatory cytokine genes are associated with
cancer susceptibility (4-6).

Interleukin-6 (IL6) is a pleiotropic inflammatory cytokine
that is important for immune responses, cell survival, prolif-
eration and apoptosis (7). Elevated expression of IL6 and its
major effector, signal transducer and activator of transcrip-
tion-3 (STAT?3), have been implicated in different stages of
tumor development, including initiation, promotion, malignant
conversion, invasion and metastasis (8-12). The best character-
ized genetic variants of /L6 is a G-to-C substitution at position
-174, upstream of the transcription start site, which has been
reported to influence IL6 levels in vitro and in vivo (13,14).
Elucidation of an association, if any, between this polymor-
phism and cancer risk would support the hypothesis that
genetic variants in /L6, resulting in aberrant IL6 expression,
play a role in cancer development.

Individual studies and previously published meta-analyses
regarding the association of /L6 -174G/C with cancer suscep-
tibility (15,16) enrolled too few subjects to provide conclusive
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463 Articles identified in database search
248 From MEDLINE
215 From HuGE Pub Lit

—-| 168 Repeated papers excluded

295 Potentially relevant articles

171 Articles excluded
19 Reviews, editorial or commentaries
152 Excluded based on screening of abstracts
using general criteria

4 Articles identified from reference lists |

| 124 |dentified for possible inclusion

I

!

| 128 Fulltext articles considered for inclusion |

41 Articles excluded based on screening of
full-text using general criteria

| 87 Eligible for inclusion meta-analysis |

—>| 4 Excluded duplicate report on the same study population

| 83 independent articles included in meta-analysis |

Figure 1. Flow diagram of the study selection for the meta-analysis.

evidence for or against an association of this polymorphism
with cancer risk. The aim of this study was to assess the
association of /L6 -174G/C polymorphism with cancer risk
by conducting a comprehensive meta-analysis of all eligible
case-control studies.

Materials and methods

This meta-analysis was performed according to the guidelines
of the preferred reporting items for systematic reviews and
meta-analyses (PRISMA statement) (17) and the reporting
meta-analysis of observational studies in epidemiology
(MOOSE) (18).

Data sources and study selection. To identify all studies on
the association between the /L6 -174G/C polymorphism and
cancer risk, we conducted a systematic search of the literature
published before April 2011 using the MEDLINE database
and the HuGE Published Literature database (HuGE Pub Lit)
(19) with no restrictions. For MEDLINE, keywords ‘IL-6" OR
‘IL 6’ OR ‘IL6’ OR ‘interleukin-6" OR ‘interleukin 6° AND
‘polymorphism> AND ‘cancer’ were used; For HuGE Pub Lit,
keywords ‘IL6" AND ‘cancer’ were used for searching eligible
studies. In addition, a manual review of references from primary
or review articles was screened to trace additional relevant
studies. Studies were included if they had a case-control design
and the available frequency of three genotypes regarding the
IL6 -174G/C polymorphism. Of the studies with overlapping
data, we selected the ones with the largest number of subjects.

Data extraction. Three investigators independently extracted
data and reached a consensus on all items. The following data

were extracted from each study: the first author's last name,
publication year, ethnicity of the subjects, cancer type, study
design (retrospective case-control or prospective cohort study),
and numbers of genotyped cases and controls with GG, GC or
CC genotypes. Ethnic group was defined as African, Caucasian
or ‘mixed’, including more than one ethnic category. Studies
investigating more than one type of cancer with overlapping
or same controls were regarded as individual data sets only in
subgroup analyses by cancer type.

Statistical analysis. Hardy-Weinberg equilibrium (HWE)
analysis for the frequencies of GG, GC and CC genotypes
among controls in each study was assessed using Pearson's
Chi-square test. The strength of the association between /L6
-174G/C polymorphism and cancer risk was measured by odds
ratio (OR) with its 95% confidence interval (CI). The pooled
ORs for /L6 -174G/C genotypes CC, GC and C allele carriers
(CC or GC) against GG genotype were calculated, respec-
tively. The significance of the pooled OR was determined by
the Z-test and P<0.05 was considered statistically significant.
Subgroup analysis was performed using stratification by study
character, cancer type, ethnicity and study design, respectively.
If a cancer type contained less than three independent indi-
vidual studies, it was categorized into the ‘other types’ group.

Testing for heterogeneity among studies was performed
by a Chi-square-based Q-test (20). Since Q-test is poor at
detecting true heterogeneity, heterogeneity was considered
significant for P<0.10 rather than P<0.05 (21). Additionally,
the magnitude of the between-study heterogeneity was also
assessed by I?, which can be calculated from the basic results
of a typical meta-analysis as I*= 100% x (Q-df)/Q, ranges
form 0 to 100%, and is typically considered low for 1°<25%,



657

EXPERIMENTAL AND THERAPEUTIC MEDICINE 3: 655-664, 2012

098°0 661 OLY'1 L60°T ¥9¢ 8S9°I LLTT aAnadsonoy ewoydwA uerseone’ 900C Uewpoy
1000 9 201 ol 0 € ¥ aAnoadsonoy JI9JUBD [BOIAID)) ueIseone)) 900C ©ZNOg op eironSoN
09¢°0 sov 8S¢’l L98 9 oy oy aAnadsonoy wsAmauy uerseone’ 900C ueSIoN
€80 06 €6¢ 0€C 16 €ce OLI 2A12ads01g I90ued 21e1s0l1d uerseone’ 900C PneydIN
86¢€°0 S8 ¥9¢ 874 89 1€ e aAnadsonoy ewoydwA uerseone’ 900C ue]
$00°0 I 8¢ IS LT $G 12 aAnoadsolg I90UBD OLNSED) ueIseone)) 900C IeSuewey]
G8€0 9z I8 €8 G¢ 06 6L aAnoadsonoy JI90UBD [109I0[0)) ueIseone)) 900C Ioyunoy
9TO0 (4% €Ll 98T'I 0¢ 98 99 2A122ds01g Jooued jsealq uerseone’ 900C PPE] BIP0[NZ-ZI[EZUOD)
6SL°0 L8 GET 891 €8 4T OLI aAnoadsonoy I00UBD JsBAIyg ueIseone)) 900C uerueWRIqnSe[eyg
€910 % LOIT 06 Ll 49 Ly aAnadsonay 1ooued Sun'g uerseone’ S00c Hejlos
6£C0 9 8¢ 91 cl Ie I aAnadsonoy ewoaAw adnnjy uerseone’ S00c mzep
€e6'0 e SOl 16 [4S 6¢l 8L aAnadsonay Jooued jsealq uerseone’ S00c 1o9Y°H
€660 89 (191 9 8¢ 9Cl LS aAnadsonay BUIOUISIED [[90 [eseq uerseone’ S00c elsoq
L9T°0 65 ¥81 901 LL Lol Pel aAnadsonoy ewoydwA uerseone’ S00c oueplon
8%¥°0 YLE €66 SI9 (484 Y56 629 aAnadsonay 1ooued Sun'g uerseone’ S00c edure)
L0070 6 €1 LT 0 01 SI aAnoadsonoy BUWOUIOIED [0 [RUY ueIseone)) S00¢ yInseq
6SC°0 €C or 9¢ 6 ge 61 aAnadsonoy ewoydwA uerseone’ ¥00C nSeA
8SC°0 4% 1ol 6L 0¢ L9 LS aAnadsonay Jooued jsealq uerseone’ ¥00C praus
80 L w 1 1 ¥ oI aanoadsonay rwoores 1sodeyy ueIseone)) 00T 1[nozen
868°0 4! 6¢ 4 8 LE 84 aAnadsonoy ewoydwA uerseone’ ¥00C uazop
8180 LY S01 SS 89 111 $9 aAnoadsonoy Iooued Sun ueIseone)) 00T edwe)
9870 cl €S LE €l €e €C aAnadsonoy ewopaAw adnnjy uerseone’ €00¢ eaodnyex
19L°0 €€ eel Syl 8Y 081 eel aAnadsonay J90ued 1815210107 uerseone’ €00¢ Ipue]
66€°0 0 8 e T 6 61 aAnoadsonoy JI90UBD OLNSED) ueIseone)) €002 SuemHy
86C°0 4% 10l 6L 143 6L 8Y aAnadsonoy BUIOUB[oN uerseone’ €00¢ [[oMOH
€160 8T 86 €8 ¢ 16 88 aAnoadsonoy 100ued orsed pue [eageydosy ueIseone) €002 TewQ-1q
1L0°0 T 9z 0z T 9z yI aAnpoadsonoy BUWOUR[IIA ueIseone) 7002 OUBQLIDSH-ZOUTIRIA
LSE0 9¢ 69 €€ Sl 9¢ [4¢ aAnadsonoy ewopaAw adnnjy uerseone’ 000¢ Suoyy,
¢8L°0 811 10T 18 4! €l 8 aAnadsonoy BIUYNST uerseone’ 000¢ Uauo[nH
120 LT SS T o1 a4 19 aAnoadsonoy rwoores 1sodeyy ueIseone) 0002 19150
CLEOD L IS wl L1 9¢ LO1 aAnadsonoy Iadued [edIAISD) el 600¢ Tem3uen
0000 9 L8 S cl LT 9 aAnadsonoy Jowrm uterq el 600¢ uldg-1q ped
SP80 8 79 1€l S 8T el aanvadsonay Tooued [eaSeydosy UBILIEY 800¢C Kekypedn
0cro ol L8 €01 4! 78 <0l aAnadsonoy I90ued 21e1s0l1d ey 800¢ TIemIeso3]
LT00 4! 9¢ o€l 9¢ ¥ 98 aAnadsonoy I9oued Ioppelq ey 800¢ TeMITY Y
9¢6'0 € 144 €51 C 94 L6 aAnadsonoy I90ued Ioppe[q[eD ey L00T TOUYSIA
0€8°0 14 9r 0SI 8 86 661 aAnadsonay Jooued jsealq ey S00c Issnoug
20 oD DD 20 oD DD
onrea-g sjonuo) sase)) LU3Isop Apmg ad£y 190UR) Kouyyg Ry g oyny

"SISATeUR-BIOW Q) UI POPN]OUT SIAIPMIS [[B JO SONSLIvORIRY)) ‘T 9[qeL,



LIU et al: IL6 -174G/C POLYMORPHISM AND CANCER SUSCEPTIBILITY

658

Y10 or 8C1 8 P 911 16 aAnoadsoig IoouEd 91e)S0Id ueIseone)) 600C Suep
1090 I Ly w € o w aanoadsonoy IOOUED [B}OI0[0)) ueIseone)) 600C [SeA
LT90 IL OLT ell 6¢ €6 89 aandadsolq I90ueD [e153I0[0D UeIseoney) 600¢ SIPIISL
161°0 6 61 w 6 61 €1 aanoadsonoy IO0UED JTjRAIOUR] ueIseone)) 600C eysmoreulop -Tefe],
0000 90¢ 878 798 [43 101 8 aandadsolq Iadued 91e1soid UeIseoney) 600¢ dIdId
6000 9C IL1 ISl L ¥l 4 dA1dAdsonay rwourdIed proify) Areqideq uelseone)) 600C uaszQ
[43N0) 0S¢ 10V 961 18¢C S8y 161 aandadsolq Iadued 91e1soid UeIseoney) 600¢ SI00IN
§69°0 4 8¢ 6C 09 1€l <0l aAndadsonay JooueD jsealq UeIseoney) 600¢ [919UD
§59°0 8C 8 43 01 9t IC oAnoadsord pwofaAw ardnmp ueIseone) 600 UueuLIg
189°0 4! 6% 9¢ L1 97 LE oAnoadsonay pwofaAw ardnmp ueIseOne) 600 Ayiszpery
18¥°0 Icl L6C o1 19 €91 6L aandadsorq I90ueD [e153I0[0D UeIseoney) 800¢ SuruayIA
LEV'O 6LI1 19¢ 0¢ 96 c0¢ S0l aandadsorq Iooued Sun‘g UeIseoney) 800¢ [0S0\
86C°0 9 09 06 81 <01 (44 aAndadsonay oued [.I0 UeIseone?) 800¢ SLIBeIlEA
6L0°0 (43! 0S Sey ILT 681 €9¢ aAndadsonay I90ueD [e153I0[0D UeIseone?) 800¢ Amyy
9190 €€ 01 69 [43 901 69 aandadsorq BUIOUB[IN UeIseone?) 800¢ nH
6860 61 IL 99 123 LST 124! aAndadsonay wsAmauy UeIseone?) 800¢ B[[ouBIUO]
9050 S 94 9 9 91 Ll aAndadsonay BN UeIseone?) 800¢ seuuyq
¥70°0 90¢ LTS Sly 1974 i 8L aandadsoiq Iodued dLnseny UeIseone?) 800¢ sarsnry
2T 0 6 r4é 12 S 62 01 A1dAdsonay I90ued 3un ueiseone)) 00T LIe[[N30YR[0D
19¥°0 €lc 6¢S €LE g6l LSS I8¢ aAndadsonay I90ueD [e153I0[0D UeIseone?) L00T queZ
1LE0 G81 79¢ 0¢ 68 891 86 aandadsoiq I90ueD [e153I0[0D UeIseone?) L00T [0S0\
8860 69 LST 68 €9 9LI SY aandadsoiq BUWIOUTSIRI [[o0 [eseq UeIseone?) L00T [0S0\
WS 0 w €S 4 T 8¢S 9¢ aanoadsonoy IOOUED [B}OI0[0)) ueIseone)) 00T yIaser,
Sroo Lye L68 8CL 943 €r0°l 56 aAndadsonay I90ueD [e153I0[0D UeIseone?) L00T Aroners
¥61°0 06 01¢ LST 16 P LLT oAnoadsonay ewoydwAy ueIseone) L00T anping
SO0¥' 0 78 89 o1 € €T 6 aanoadsonoy BUWIOJIBSO)SO ueIseone)) 00T BIIAI[O
BWOAWOI] QULIAIN
06%°0 6 6€ s ST +9 a4 aanoadsonay pue I20ULD ISeaIg ueIseone)) 00T UIAOI]
100°0> L ¢ ¥1 9 L1 ST aAndadsonoy I90URD Jsearq ueIseone)) 00T n[[nuon
W90 9 1T €T I €1 w aanoadsonoy I90UED JINSen) ueIseone)) 00T men
(444 4 €C 39 4 (44 8¢ aAndadsonoy ewofaAw a[dnnjy uelsesnen L00¢ yong
8ST°0 s 101 6L P €8 1L aAnoadsonoy I00ued [eaFeydosao-onsen ueIseone)) 00T sued(
1290 Ic €0S 6l¢ 001 (433 (444 aAndadsonoy BUIoIlD uelsesnen L00¢ Iouuarg
YZLo 81 SL 69 Il 144 14 aAndadsonay SLAN-ddD uelsesnen L00¢ JIAOIoYg
8900 8¢l olv €6¢ VLI VLY 98y aAndadsonay ewoydwA uelseone? 900¢ Suem
8CL0 98 LLY 86 98 L91 801 2A122ds01g 190ueDd Jsealq uelseonen 900¢ [980A
SS0'0 0S 08 +9 G¢ 9L 111 aanoadsonay I90UED [B10I0[0)) ueIseone)) 9002 sornodoropoayy,
20 0D DD 20 oD DD
n[eA-g sjonuo) sase) LU31sop Apmis ad£y 190uR) Kouyyg B2y § oyny

"panupuo) 'J AqeL,



Table I. Continued.

P-value®

Controls

Study design® Cases

Cancer type

Ethnicity

Year

Author

CC

GC

GG

ccC

GC

GG

0.582

17

26 68 75
450 495 120

109

70
438
227

1,571

64
470

Retrospective

Colorectal cancer

Caucasian

2010

Cacev

0.356
0.907
0.586

Retrospective

Bladder cancer

Caucasian

2010

Guey

73
1,036

144

2,671

73
1,774

102
585

135
986

Retrospective

Breast and ovarian cancer

Caucasian

2010

Jakubowska

Retrospective

Breast cancer

Caucasian

2010

MARIE-GENICA

Consortium
Schonfeld
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408 156 379 487 211 0.017

274

Retrospective

Breast cancer

Caucasian

2010

0.402

10

27
163
1,274
1,035

37
96
46

3,402

51

36
51

Retrospective 63

Hepatocellular carcinoma

Caucasian

2011

Giannitrapani

0.990
0.020
<0.001
<0.001
<0.001

85

25
143
1,125

55

Retrospective

Cervical cancer

Caucasian

2011

Grimm

34
3218

Retrospective

Ovarian cancer

Mixed
Mixed
Mixed
Mixed

2004
2010

Bushley

3,832
3,707

3,594
2,847

Prospective

Prostate cancer

Dossus

3,324

820

2,523

Prospective

Breast cancer

2010

Dossus

74 22 357 136 43

173

Retrospective

Colorectal cancer

2010

Ognjanovic

“Retrospective case-control or prospective cohort study. °P-value for Hardy-Weinberg equilibrium analysis among controls. References provided upon request.

modest for 25-50% and large for >50% (22). Meta-regression
was carried out to investigate whether statistical heteroge-
neity between the results of the multiple studies was related
to one or more characteristics of the studies (23). To identify
the studies that led to significant heterogeneity, sensitivity
analysis for between-study heterogeneity was implemented by
the sequential algorithm proposed by Patsopoulos ez al (24).
Whenever the P-value of the Q-test was >0.10, the summarized
OR estimate of each study was calculated by the fixed-effects
model (Mantel-Haenszel method) (25). Otherwise, the
random-effects model (DerSimonian and Laird method) was
used (26). Funnel plots were used to examine whether the
results of a meta-analysis may have been affected by publica-
tion bias (27). A modified version of Egger's test proposed by
Harbord, Egger and Sterne was implemented to test funnel plot
asymmetry (28). All statistical analyses were performed using
Stata statistical software (Stata/SE version 10.1 for Windows;
Stata Corp, College Station, TX, USA).

Results

Characteristics of the included studies. The detailed steps
of our literature search are described in Fig. 1. Eighty-three
independent articles that met the inclusion criteria were
included in the final analysis. Of these articles, one study
provided data on breast and prostate cancer using indepen-
dent controls (29), therefore each group in this article was
treated as an independent study in our meta-analysis. The
characteristics of the included studies are summarized in
Table I. Overall, the present meta-analysis is based on a total
of 105,482 participants, including 44,735 cancer patients and
60,747 controls. The studies were published between April
2000 and March 2011. Seventeen studies were conducted with
a prospective cohort design, and 67 were conducted with a
retrospective case-control design. Approximately two-thirds
of cases and controls (29,019 cases and 42,120 controls) were
from 73 studies involving Caucasian populations, a fraction of
the data (1,138 cases and 1,299 controls) from seven studies
involving African populations, and nearly one-third of the
data (14,578 cases and 17,328 controls) from four studies
involving ‘mixed’ populations. As shown in Table I, there
were two studies from Dossus ef al involving Caucasians,
African-Americans, Asians, Latinos and native Hawaiians;
one study from Ognjanovic et al involving Caucasians, Asians
and Hawaiians; and one study from Bushley et al involving
Caucasians, Asians and other populations. In the controls,
the frequency of the rare C allele among controls varied
considerably between Caucasians and Africans (0.417+0.052
and 0.207+0.097, respectively; P<0.001). A significant devia-
tion from HWE was noted in two studies in Africans, nine in
Caucasians and four in mixed populations (Table I).

Test of heterogeneity. There was a significant heterogeneity
in overall comparison of the CC genotype vs. GG genotype
(P<0.001 and 1°=43.8%). The meta-regression showed that the
strong heterogeneity could not be traditionally explained by
cancer types, ethnicities or study designs (P=0.285, 0.129 and
0.306, respectively). Furthermore, the 15 studies that deviate
from HWE showed similar heterogeneity with that of studies
that were in HWE (Table II), suggesting that the remarkable
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Figure 2. Risk of cancer for /L6 -174 CC vs. GG genotype in African popula-
tion. The circles and horizontal lines correspond to the study-specific odds
ratio (OR) and 95% confidence interval (CI). The combined ORs and their
95% Cls are indicated by the diamonds.

heterogeneity among the overall analysis was not due to the
variability of the control quality. Therefore, we carefully
assessed the association of the /L6 -174G/C polymorphism with
cancer risk in several subgroups, and carried out sensitivity
analyses of between-study heterogeneity to detect studies that
have remarkable influence on homogeneity.

For ethnic-specific subgroup analysis, no heterogeneity
was detected within African population studies (P=0.294), but
there were significant heterogeneity within Caucasian popula-
tion studies (P<0.001). Sensitivity analysis of between-study
heterogeneity revealed that five studies (30-34) mainly contrib-
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uted to the heterogeneity within Caucasian population studies.
After performing cancer type-specific analyses, we found
no heterogeneity in studies of breast, prostate, lung, gastric
cancer, lymphoma, multiple myeloma, melanoma and cervical
cancer (Table IT). However, there was strong heterogeneity for
colorectal cancer, which was due to one Caucasian study (32).

Quantitative data synthesis. Overall, the CC genotype was
not significantly associated with cancer risk when compared
to the GG genotype (OR=1.01, 95% CI 0.95-1.08, P=0.698).
Ethnic-specific ORs showed that cancer risk was increased for
individuals carrying the CC genotype compared to those with
the GG genotype in African populations (OR=1.83, 95% CI
1.26-2.67, P=0.002; Fig. 2), but not in Caucasian popula-
tions (OR=1.00, 95% CI 0.92-1.08, P=0.938; Table II). After
excluding the studies (30-34) responsible for heterogeneity, we
found that Caucasian individuals carrying the CC genotype had
no remarkable effect on risk of cancer compared to GG geno-
type individuals (OR=1.02, 95% CI 0.97-1.07, P=0.561) with no
significant between-study heterogeneities (P=0.196, I’=12.6%).
Although there were nine data sets in which the genotype distri-
bution did not follow HWE, the corresponding meta-analysis
was qualitatively similar with or without excluding them.
Subsequently, we stratified the association between the
IL6 -174G/C polymorphism and cancer risk by cancer types.
When compared to individuals with the GG genotype, those
with the CC genotype were associated with increased risk of
cervical cancer (OR=1.85, 95% CI 1.12-3.08, P=0.017), but not
with that of other types of cancer (Table II). Furthermore, no
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Figure 3. Risk of breast, colorectal and prostate cancer for /L6 -174 CC vs. GG genotype in Caucasians. The circles and horizontal lines correspond to the
study-specific odds ratio (OR) and 95% confidence interval (CI). The combined ORs and their 95% Cls are indicated by the diamonds for each type of cancer.
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Figure 4. Publication bias test for the comparison of the CC genotype vs.
GG genotype. (A) Funnel plot (with pseudo 95% percent confidence limits)
for publication bias test. The natural logarithm of odds ratio (OR) and its
standard error were used in the funnel plot. The points correspond to the log
OR from individual trials, and the diagonal lines show the expected 95% con-
fidence intervals (CIs) around the summary estimate. (B) Harbord's modified
test for funnel plot asymmetry: regress Z/sqrt(V) on sqrt(V) -174G/C, where
Z is efficient score and V is score variance.

significant association of the IL6 -174G/C polymorphism with
risk of breast, colorectal and prostate cancer was observed in
individuals with Caucasian ancestry (Fig. 3). A few studies
involving African populations did not allow us to perform
subgroup analysis in Africans (Table I).

Lastly, we also assessed the ORs of cancer for individuals
with the GC genotype or C allele carriers (GC or CC geno-
type) compared to those with the GG genotype, and found
no significant association in overall and subgroup analyses
(Table II).

Publication bias. The shape of the funnel plot did not reveal
any evidence of obvious asymmetry in comparison of the CC
genotype vs. GG genotype (Fig. 4A). Then, we used Harbord's
test to provide statistical evidence of funnel plot symmetry,
and the result did not show evidence of publication bias
(t=0.91, P=0.366; Fig. 4B). Subgroup analyses by ethnicity and
cancer type did not provide any evidence of publication bias
(t=-1.59, P=0.172 for African populations; t=0.27, P=0.786 for
Caucasian populations; t=-0.58, P=0.575 for breast cancer and
t=1.02, P=0.329 for colorectal cancer). Similarly, no publica-
tion bias was detected when comparing the GC genotype to
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the GG genotype (t=0.18, P=0.861), the GC/CC genotype to
the GG genotype (t=0.42, P=0.677) and in any comparison of
the corresponding subgroup analyses.

Discussion

To the best of our knowledge, the present meta-analysis
of 83 studies, involving 44,735 cases and 60,747 controls
(counting every study's cases and controls only once), provides
the most comprehensive assessment of an association of the
IL6 -174G/C polymorphism with cancer risk. It provides
evidence that African individuals with the CC genotype have
higher odds of cancer than individuals with the GG genotype;
the findings of our meta-analysis do not show any association
of the IL6 -174G/C with cancer risk in Caucasian popula-
tions. These findings suggest an ethnic-specific effect of /L6
-174G/C polymorphism on risk of cancer. The discrepancies
among different populations suggest a possible role of ethnic
differences in genetic backgrounds and the environment they
lived in (35).

Recent studies have shown that IL6 and its major effector
STAT3 play a role in the epigenetic switch from non-trans-
formed epithelia to cancer cell (36,37). Elevated expression
of IL6 via autocrine and paracrine mechanisms leading to
subsequent chronic inflammation also exhibits a strong asso-
ciation with cancer (38-41). In the present study, we found that
the /L6 -174 CC genotype was significantly associated with
increased risk of cervical cancer compared to the GG geno-
type. However, the smaller number of individuals genotyped in
these studies precludes any formal conclusion. As compared to
previous analyses based on substantially less data (15,16), the
present analysis essentially shows null associations between
IL6 -174G/C and several common types of cancer, including
breast, colorectal, prostate, lung, gastric cancer, lymphoma,
multiple myeloma and melanoma.

Assessment of the between-study heterogeneity and
identification of its sources are essential requirements in meta-
analyses (23,42). In this study, we systematically examined
the effect of /L6 -174G/C on cancer risk across all reliable
studies, and the results of the overall analysis showed a strong
heterogeneous effect among the 83 studies. Given the fact that
clinical characteristics of studies, including study population,
design approach and type of cancer, are likely to be poten-
tial sources of heterogeneity, we first used meta-regression
to detect whether any of the characteristics could explain
the between-study variation. However, none of the potential
sources considered were able to systematically explain the
observed variation across studies. It seems likely that there
exist more than one answer to the nature of overall hetero-
geneity. We, therefore, induced a new approach to perform
sensitivity analysis of between-study heterogeneity (24), and
detected that several studies with different clinical character-
istics were responsible for the heterogeneity (30-34).

Apart from between-study heterogeneity, publication
bias has also been recognized as a major concern in robust
meta-analyses. Thereby, in this study, we used funnel plots
to assess whether the studies included could be affected by
publication bias. According to the recommendations by Sterne
and Egger (43), the log OR and its standard error are used for
the horizontal and vertical axis, respectively. No evidence of
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publication bias was found when testing by a visual inspection
of funnel plots. In support of this, Harbord's linear regression
test confirmed the evidence of funnel plot symmetry across all
constituent data sets.

Notably, social factors are believed to interact with genetic
variants to govern complex human phenotypes (44,45). Cole
et al recently demonstrated a strong interaction between the
IL6 -174G/C polymorphism and social environment factors,
which may further affect the risk of inflammation-related
disease (46). However, in the absence of the original data of
the reviewed studies, our evaluation of potential interactions
of gene-environment with cancer risk was limited. This
may explain why previous genetic association studies and
some subgroup analyses in our meta-analysis, especially the
Caucasian studies, failed to show an association between the
IL6 -174G/C polymorphism and risk of cancer. Furthermore,
two other polymorphisms (-6331T/C and -572G/C) and several
haplotypes in the /L6 promoter affect the transcriptional
activity of /L6 and may influence susceptibility to inflamma-
tion-related diseases (47-49). However, most studies included in
our meta-analysis restricted their analysis to the /L6 -174G/C
polymorphism and few carried out the /L6 haplotypic analysis
on cancer susceptibility. It is difficult to estimate the role of a
particular haplotype on cancer risk in the present meta-analysis.

Despite these limitations, our meta-analysis provides
a leap in knowledge when compared to a previous study
(15) that reviewed the association between the IL6 -174G/C
polymorphism and risk of cancer. First, our updated review
is more comprehensive than the previous, as we identified 83
independent articles with a total of 105,482 individuals on
the association of /L6 -174G/C with cancer risk compared
to 47 articles with 67,116 individuals in the previous report.
Thus, our meta-analysis had significantly higher statistical
power. Second, we noticed the potentially different roles of
the 7L6 -174G/C polymorphism in the development of cancer
among various populations, and found different associations
of this polymorphism with cancer risk between Africans and
Caucasians. Third, sensitivity analysis of heterogeneity was
used to detect studies that were responsible for between-study
heterogeneity (24). Fourth, we assessed the pooled effect of
the IL6 -174G/C polymorphism on cancer risk within or
without the studies that did not follow HWE, and qualitatively
similar results were found, suggesting that the estimations of
our analyses are stable and convincing. Finally, for publica-
tion bias analysis, a modified method for testing funnel plot
asymmetry was used (28), which maintains better control of
the false-positive rate than the commonly used Egger's test.
No publication bias was detected, suggesting that the pooled
results should be unbiased.

In summary, the present meta-analysis provides evidence
of the ethnic-specific association of the /L6 -174G/C polymor-
phism with cancer risk. More sophisticated gene-environment
interactions should be considered in future analyses, which
may result in better understanding of the relevance between the
IL6 -174G/C polymorphism and risk of cancer. Moreover, this
study reinforces the need to undertake investigations with very
large number of cases and controls (including updated meta-
analyses) to provide conclusive evidence for the associations
between high-frequency genetic variants in low-penetrance
genes and complex diseases, such as cancer.
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